Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.050; wR factor = 0.136; data-to-parameter ratio = 18.8.
In the title compound, C 21 H 24 BrNO 4 , the dihedral angle between the heterocyclic ring and the pendant aromatic ring is 80.20 (13) . The hexahydroquinone [i.e. the one with the C O group] ring adopts a sofa conformation. An intramolecular O-HÁ Á ÁO hydrogen bond generates an S(6) ring motif. The ethyl group is disordered over two sets of sites with a refined site occupancy ratio of 0.633 (10):0.366 (10). In the crystal, molecules are linked by N-HÁ Á ÁO interactions, forming chains parallel to [101] . There are no significant C-HÁ Á Á or -interactions in the crystal structure.
Related literature
For standard bond lengths, see: Allen et al. (1987) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For background to hexahydroquinoline compounds and their applications, see: Sausins & Duburs (1988) ; Nakayama & Kasoaka (1996) ; Klusa (1995) . For the synthesis of related compounds, see: Kumar et al. (2008) ; Song et al. (2012 Table 1 Hydrogen-bond geometry (Å , ). disease and as chemosensitizers in tumor therapy have been also reported (Klusa, 1995) .
The asymmetric unit of the title compound, Fig. 1 , comprises a substituted hexahydroquinoline compound. Both sixmembered rings of the hexahydroquinoline ring system adopt a half-boat conformation. Bond lengths (Allen et al., 1987) and angles are within normal ranges. An intramolecular O-H···O hydrogen bond generates an S(6) ring motif (Bernstein et al., 1995) . In the crystal structure, molecules are linked together by intermolecular N-H···O hydrogen interactions (Table 1 Experimental 5-Bromsalicylaldehyde (0.201 g, 1 mmol), ethyl acetoacetate (0.25 ml, 1 mmol), dimedone (0.14 g, 1 mmol), ammonium acetate (0.116 g, 1.5 mmol) and ethanol (15 ml) were charged in a round bottom flask. Then the reaction mixture was stirred at room temperature for 12 hours, then the product was separated by filtration. Recrystallization was effected by using ethanol as solvent. Yield 86%. M. p. 520 K.
Refinement
The O-and N-bound H atoms were located in a difference Fourier map and constrained to ride on their parent atoms with O-H = 0.88 Å, N-H = 0.86 Å and U iso (H) = 1.5 U eq (O, N). The C-bound H-atoms were included in calculated positions and treated as riding atoms with C-H = 0.93-0.98 Å and U iso (H) = 1.2 U eq (C) or 1.5 U eq (C) for methyl H atoms. Distance restraints were applied to the components of the disordered ethyl group. 
Computing details

Figure 1
The molecular structure of the title compound, showing 40% probability displacement ellipsoids. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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